We identified 22 CpGs in which the ratio of the intensities of these two oligonucleotides differed significantly between human and chimpanzee in at least one tissue. By contrast, zero to three differences would be expected due to random experimental and biological variation, as is shown by permutating the species labels for each tissue (see supplemental data for all methodological details). Therefore, the differences between the two species are highly significant, whereas the differences between the individuals of the same species are within the range of the experimental error (data not shown). We also do not observe a strong correlation of methylation levels with age or time post mortem (see supplemental data), Thus, we conclude that most of the observed methylation differences between humans and chimpanzees are neither due to random measurement errors nor due to random or systematic differences in their environment.
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